ABSTRACT Escherichia coli strain C600 is a prototypical K-12 derived laboratory strain which has been broadly used for molecular microbiology and bacterial physiology studies since its isolation in 1954. Here, we present the closed genome sequence of E. coli strain C600, retrieved from the American Type Culture Collection (ATCC 23724).
Strain C600 belongs to sequence type 10 (ST10), as inferred from MLST (v2.0) (15) using the Achtman scheme (16) . Prophage profiling with PHASTER identified six prophage-associated regions, including three intact prophages and three incomplete phage remnants (17) . In silico antimicrobial susceptibility testing using ResFinder (v3.0) with default settings detected no antibiotic resistance genes (18) .
Data availability. The annotated chromosome has been deposited in NCBI GenBank under the accession number CP031214. Illumina and PacBio reads are available under the accession numbers SRX4909245 and SRX4908799, respectively, in the Sequence Read Archive (SRA). We thank Sandy Fryda-Bradley and Kristin Kuhn at the USDA for providing technical assistance.
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